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Robertson et al., http://www.jgp.org/cgi/content/full/jgp.200810068/DC1 Figure S1 . Dependence of electrostatics calculations on the protein dielectric constant. (A) Total electrostatic interaction energy profiles for Kir1.1/ROMK with e P = 2 and e P = 10. Results are averaged over 12 structural models with the error bars representing the standard deviation of the mean. (B) Static field decomposition with e P = 2 and e P = 10. In general, the magnitudes are slightly less with the increased protein dielectric; however, the qualitative features of the profiles and static field decay are not strongly affected. interaction energies along the pore with ions in S1/S3 (circles), S2/S4 (squares), or no ions in the filter (solid line). The z value for the spermine calculations reflects the head nitrogen position.
